3) NS 19 (11.9) NS NS a: Percentages of repetitive elements in the host genome were based on the total numbers of integration sites inserted into repetitive elements in the random control; b: The number of integration sites inserted into the repetitive elements was calculated based on the human genome; c: P1 displays a comparison of the frequency of corresponding repetitive elements in the random control using the chi-squared test; d: P2 presents a comparison with HIV-1 vector group integration using the chi-squared test. NS indicates not significant; * indicates significant, i.e., p < 0.05; ** indicates very significant, i.e., p < 0.01.
